Comparison of models with different random (co)variance structures. Within each treatment, we compared the fit of models with no random effects, random intercepts, and random intercepts and slopes across both individuals and mothers; we consider a change in DIC score of greater than 3 to indicate a significant difference in model fit. In all treatments, the models with only random intercepts at the Individual were best supported as the most parsimonious model with the lowest DIC score; however because of the hierarchical nature of the experimental design (Individuals nested within Mother) we decided to retain terms for intercepts at both the Individual and Mother level (bolded scores). The random structure is written in the syntax of MCMCglmm R package.

